Supplementary File

Supplementary Table 1: Distribution of CREs according to type of specimen (n = 1,481)

	Specimen type
	Overall
N = 1,481
	pre-COVID-19
N = 425
	post-COVID-19
N = 1,056
	
1
p-value

	
Sterile
	n (%)
536 (36.2)
	n (%)
146 (34.3)
	n (%)
390 (36.9)
	
0.35

	Blood culture
	344 (64.2)
	82 (56.2)
	262 (67.2)
	0.018

	Fluid/aspirate
	150 (28.0)
	51 (34.9)
	99 (25.4)
	0.028

	Tissue
	23 (4.3)
	8 (5.5)
	15 (3.8)
	0.41

	CSF
	19 (3.5)
	5 (3.4)
	14 (3.6)
	0.93

	
Non-sterile
	
945 (63.8)
	
279 (65.7)
	
666 (63.1)
	
0.35

	Urine
	392 (41.5)
	125 (44.8)
	267 (40.1)
	0.18

	ETA
	289 (30.6)
	74 (26.5)
	215 (32.3)
	0.080

	IVC tip
	112 (11.9)
	29 (10.4)
	83 (12.5)
	0.37

	Wound swab
	77 (8.1)
	24 (8.6)
	53 (7.9)
	0.74

	Sputum/BAL
	52 (5.5)
	15 (5.4)
	37 (5.6)
	0.91

	2
Other
	23 (2.4)
	12 (4.3)
	11 (1.6)
	0.016

	CSF, cerebrospinal fluid; ETA, endotracheal aspirate; IVC, intravascular catheter; BAL, bronchoalveolar lavage
1Pearson's Chi-squared test

	2stool (n = 12), ventricular catheter tip (n = 11); overall period


Individual samples types are represented as a proportion of their corresponding sterile or non-sterile categorical total



Supplementary Table 2: Comparison of CRE species isolated (n = 1,481)

	CRE species
	Overall
N = 1,481
	pre-COVID-19
N = 425
	post-COVID-19
N = 1,056
	p-value1

	
	n (%)
	n (%)
	n (%)
	

	Klebsiella pneumoniae
	1,269 (85.7)
	340 (80.0)
	929 (88.0)
	<0.001

	Enterobacter cloacae
	95 (6.4)
	35 (8.2)
	60 (5.7)
	0.070

	Serratia marcescens
	40 (2.7)
	12 (2.8)
	28 (2.6)
	0.85

	Escherichia coli
	24 (1.6)
	10 (2.4)
	14 (1.3)
	0.16

	Other2
	53 (3.6)
	28 (6.6)
	25 (2.4)
	<0.001

	1Pearson's Chi-squared test
	
	
	
	

	2Enterobacter species, (n = 16); Klebsiella species, (n = 9); Citrobacter species, (n = 8); Proteus species, (n = 6); Morganella
species, (n = 5); Serratia species, (n = 4); Providencia species, (n = 3); Raoultella species, (n = 1); Salmonella species, (n = 1)



Supplementary Table 3: Comparative resistance profile trends of CREs against various antibiotics tested in vitro

	Antibiotic
	pre-COVID-19
	post-COVID-19
	p-value1

	
AMC
	n/N (%)2
400/424 (94.3%)
	n/N (%)2
1,032/1,044 (98.9%)
	
<0.001

	PTZ
	392/414 (94.7%)
	996/1,016 (98.0%)
	<0.001

	CTX
	399/421 (94.8%)
	1,012/1,032 (98.1%)
	<0.001

	CAZ
	396/420 (94.3%)
	974/992 (98.2%)
	<0.001

	ERT
	139/211 (65.9%)
	776/941 (82.5%)
	<0.001

	IMI
	360/417 (86.3%)
	850/1,029 (82.6%)
	0.082

	MER
	387/425 (91.1%)
	920/1,056 (87.1%)
	0.033

	GEN
	349/416 (83.9%)
	709/1,038 (68.3%)
	<0.001

	AMI
	249/423 (58.9%)
	342/1,042 (32.8%)
	<0.001

	CIP
	344/425 (80.9%)
	926/1,049 (88.3%)
	<0.001

	TIG
	15/376 (4.0%)
	100/979 (10.2%)
	<0.001

	SXT
	376/423 (88.9%)
	924/1,022 (90.4%)
	0.38

	AMC, amoxicillin-clavulanic acid; PTZ, piperacillin-tazobactam; CTX, ceftriaxone/cefotaxime; CAZ, ceftazidime; ERT, ertapenem; IMI, imipenem; MER, meropenem; GEN, gentamicin; AMI, amikacin; CIP, ciprofloxacin; TIG, tigecycline; SXT, trimethoprim-sulfamethoxazole
1Pearson's Chi-squared test

	2n = isolates resulted as resistant; N = total isolates that obtained susceptibility testing results


Isolates with missing data, such as blank/no result available or where an organism was not tested against a particular antibiotic, were omitted from the denominator count

